}Jl;l iprotKB Entry name |organism f:;l]lne oglcnacscore |oglcnac sites phosphorylation sites PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrior
Q9DBG5  [PLIN3_MOUSE Mus Perilipin-|64.137873 S36;T58;T69;T71;T72;S76;S126;S12 |S130;T174;5179;5S183;T220;S245;T |22517741;22645316;40885482;368 [MSSNGTDAPAEAQAAMEEPVVQPS (True False 4.742 |3.093  [2.086

musculus |3
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52467;37507081;36084651;234431
34;25153642;35822049;40021952;2
8528544;28135057;34678516;3005
9200

VVDRVAGLPLISSTYGMVSAAYTSTK
ENYPHVRTVCDVAEKGVKTLTTAAV
STAQPILSKLEPQIATASEYAHRGLD
RLQESLPILQQPTEKVLADTKELVSS
TVSGAQEMVSSSVSSAKETVATRVT
GAVDVTLGAVQNSVDKTKSAMTSGV
QSVMGSRVGQMVISGVDRVLVKSEA
WADNRLPLTEAELALIATPPEDSDM
ASLQQQRQEQNYFVRLGSLSERLRN
HAYEHSLGKLQNARQKAQETLQQLT
SVLGLMESVKQGVDQRLGEGQEKL
HQMWLSWNQKTPQDAEKDPAKPE
QVEARALSMFRDITQQLQSMCVALG
ASIQGLPSHVREQAQQARSQVNDLQ
ATFSGIHSFQDLSAGVLAQTRERIAR
AREALDNTVEYVAQNTPAMWLVGP
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