endoplasmic [golgi plasma

}Jl;l iprotKB Entry name |organism full name oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion . )
sites sites reticulum |apparatus membr:
Q9DBG6  |RPN2_MOUSE [Mus Dolichyl- 38.114458 NaN NaN 33300544;40997131;37453647 MAPPGSSAVFLLALTITASVQALTPT |False True 1.262 [2.79 1.606 4.476 1.16 2.46
musculus |diphosphooligosaccharide- HYLTKQDVERLKASLDRPFTDLESA
-protein FYSIVGLSSLGVQVPDVKKACTFIKS
glycosyltransferase NLDPSNVDSLFYAAQSSQVLSGCEIS
subunit 2 IVSNETKELLLAAVSEDSPIAQIYHAV

IAALSGFGLPLASNEALGALTARLGKE
ETVLATVQALQTASHLSQQADLRNI
VEEIEDLVARLDELGGVYLQFEEGLE
LTALFVAATYKLMDHVGTEPSMKED
QVIQLMNTIFSKKNFESLSEAFSVAS
AAAALSQNRYHVPVVVVPEGSTSDT
QEQAILRLQVSNVLSQPLAQAAVKLE
HAKSAATRATVLQKTPFSLVGNVFE
LNFKNVKLSSGYYDFSVRVEGDSRYI
IANTVELRVKISTEVGITNVDLSTVDK
DQSIAPKTTRVTYPAKAKGTFIADSH
QNFALFFQLVDVNTGAELTPHQTFV
RLHNQKTGQEVVFVAEPDNKNVYK
FELDTSERKIEFDSASGTYTLYLIIGD
IATLKNPILWNVADVVIKFPEEEAPST
VLSQSLFTPKQEIQHLFREPEKRPPT
'VVSNTFTALILSPLLLLFALWIRIGAN
VSNFTFAPSTVIFHLGHAAMLGLMY
[YWTQLNMFQTLKYLAVLGTVTFLA
GNRMLAQHAVKRTAH




