UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion enc‘loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q9DBL7 COASY MOUSE [Mus Bifunctional [23.627151 NaN S177;S182 37453647 MAVFRSGLLVLTTPLATLAARLPPIL (None None None [None None None None None None
musculus |coenzyme A TSASRLVNHTLYVHLQPGMNLGGPA
synthase QPQASPVQATFEVLDFITHLYTGADL

HRHLDVRILLTNIQTKSTFLPVLSSV
QNLAHPPEVVLTDFQTLDGSQYNPV
KQQLERYATSCYSCSPQLASVLLYPD
[YGTGELPLEPPNALLPSTIRPASPVA
RSPRQPVRGYHRGAVGGTFDRLHN
IAHKVLLSVACVLAQEQLVVGVADKD
LLKSKLLPELLQPYAERVEHLTEFLV
DIKPSLTFELVPLLDPYGPAGSDPTL
EFLVVSEETYRGGMAVNRFRLENGK
EELALYQIQLLKDQSHNENEEDKVS
SSSFRQRILGNLLQPPNERPELPSGL
YVLGLTGISGSGKSSVAQRLKNLGAY
IIDSDHLGHRAYAPGGPAYQPVVEAF
GTDILHKDGTINRKVLGSRVFGNKK
QMKILTDIVWPVIAKLAREEMDVAV
IAKGKTLCVIDAAMLLEAGWQSMVH
EVWTVVIPETEAVRRIVERDGLSEAA
IAQSRLQSQMSGQQLVEQSNVVLSTL
WESHVTQSQVEKAWNLLQKRLPKA
YQTRN




