}Jl;l iprotKB Entry name organism f:;lllne loglcnacscore :igttcsnac phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion :(;.t'jculum 1c g;:)%lratus n:
Q9DBRO  |AKAP8_MOUSE Mus A- 44.922415 NaN S72;5199;5320;S325;S336;T552;S6 |28135057;40997131;25153642;285 IMEQGYGGYGAWSAGPANTQGTYGS ([True False 2.422 |5.0 2.767 1.064 2.727
musculus |kinase 59 28544 GMTSWQGYENYNYYNAQNTSVPAG
anchor TPYSYGPASWEATKTNDGGLAAGSP
protein AMHVASFAPEPCTDNSDSLIAKINQ
8 RLDMLSKEGGRGGISSGGEGVQDR

DSSFRFQPYESYDARPCIPEHNPYRP
GYGYDYDFDLGTDRNGSFGGTFND
CRDPAPERGSLDGFLRGRGQGRFQ
DRSNSSTFIRSDPFMPPSASEPLSTT
'WNELNYMGGRGLGGPSTSRPPPSL
FSQSMAPDYSMMGMQGVGGFGGT
MPYGCGRSQTRIRDWPRRRGFERF
GPDNMGRKRKQFPLYEEPDAKLARA
DSDGDLSENDDGAGDLRSGDEEFR
GEDDLCDSRKQRGEKEDEDEDVKK
RREKQRRRDRMRDRAADRIQFACSV
CKFRSFEDEEIQKHLQSKFHKETLR
FISTKLPDKTVEFLQEYIINRNKKIEK
RRQELLEKESPKPKPDPFKGIGQEH
FFKKIEAAHCLACDMLIPAQHQLLQ
RHLHSVDHNHNRRLAAEQFKKTSL
HVAKSVLNNKHIVKMLEKYLKGEDP
FVNETADLETEGDENVGEEKEETPE
EVAAEVLAEVITAAVKAVEGEGEPAA
AHSDVLTEVEGPVDTAEASSDPHTE
KLLEEQTCEAASETRSIEDKTRGEAA
EARNEAAMPTADAGSTLPVIAIPGIM
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