UniprotKB Entry name organism [full name |oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus jmitochndrion em‘ioplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
QI9DBWO  |CP4V2 MOUSE Mus Cytochrome [28.642311 NaN NaN 21540332 MLWLWLGLSGQKLLLWGAASAVSL [False False 0.992 [1.346 |1.326 4.306 2.035 2.643 0.833

musculus

P450 4V2

AGATILISIFPMLVSYARKWQQMRSI
PSVARAYPLVGHALYMKPNNAEFFQ
QLIYYTEEFRHLPIIKLWIGPVPLVAL
'YKAENVEVILTSSKQIDKSFLYKFLQ
PWLGLGLLTSTGSKWRTRRKMLTPT
FHFTILENFLDVMNEQANILVNKLE
KHVNQEAFNCFFYITLCALDIICETA
MGKNIGAQSNNDSEYVRTVYRMSD
MIYRRMKMPWLWFDLWYLVFKEGR
DHKRGLKCLHTFTNNVIAERVKERK
AEEDWTGAGRGPIPSKNKRKAFLDL
LLSVTDEEGNRLSQEDIREEVDTFM
FEGHDTTAAAINWSLYLLGTNPEVQ
RKVDQELDEVFGRSHRPVTLEDLKK
LKYLDCVIKETLRVFPSVPLFARSLSE
DCEVGGYKVTKGTEAIIIPYALHRDP
RYFPDPEEFRPERFFPENSQGRHPY
IAYVPFSAGPRNCIGQKFAVMEEKTIL
ACILRQFWVESNQKREELGLAGDLI
LRPNNGIWIKLKRRHEDDP




