VKTTGIVETHFTFKELYFKMFDVGG
QRSERKKWIHCFEGVTAIIFCVALSD
YDLVLAEDEEMNRMHESMKLFDSI
CNNKWFTDTSIILFLNKKDLFEEKIK
RSPLTICYPEYTGSNTYEEAAAYIQC
QFEDLNRRKDTKEVYTHFTCATDTK
NVQFVFDAVTDVIIKNNLKECGLY

< - PR < -
UniprotKB Entry name organism [full name |oglcnacscore oglcnac . vlation PMIDS sequence intracellular extracellular cytosol \nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
QIDC51 GNAI3_MOUSE |Mus Guanine |32.878673 NaN NaN 28528544;22645316 MGCTLSAEDKAAVERSKMIDRNLRE [False True 3.602 |3.156 |1.551 2.969 5.0 4.469 1.921
musculus [nucleotide- DGEKAAKEVKLLLLGAGESGKSTIVK
binding QMKIIHEDGYSEDECKQYKVVVYSN
[protein TIQSIIAIIRAMGRLKIDFGESARADD
G(i) IARQLFVLAGSAEEGVMTSELAGVIK
subunit RLWRDGGVQACFSRSREYQLNDSA
alpha-3 SYYLNDLDRISQTNYIPTQQDVLRTR




