}Jl;l iprotKB Entry name |organism [full name |oglcnacscore oglcnac phosphorylation |y, 1,y ¢ sequence intracellular [extracellular [cytosol nucleus |mitochndrion endoplasmic golgi I extra
sites  [sites reticulum |apparatus|membrane [regio
Q9DCH4 EIF3F_MOUSE |Mus Eukaryotic|39.112244 NaN S52;S262 33300544;34887587;37453647;281 |MASPAVPANVPPATAAAAPAPVVTA |False False 2.398 [1.982 3.06 1.567 1.236 1.406 1.547
musculus [translation 35057;39627609;40997131 IAPASAPTPSTPAPTPAATPAASPAPVS
initiation SDPAVAAPAAPGQTPASAPAPAQTPA
factor 3 PSQPGPALPGPFPGGRVVRLHPVILA
subunit F SIVDSYERRNEGAARVIGTLLGTVDK

HSVEVTNCFSVPHNESEDEVAVDM
EFAKNMYELHKKVSPNELILGWYAT
GHDITEHSVLIHEYYSREAPNPIHLT
IVDTGLQHGRMSIKAYVSTLMGVPGR
TMGVMFTPLTVKYAYYDTERIGVDLI
MKTCFSPNRVIGLSSDLQQVGGASA
RIQDALSTVLQYAEDVLSGKVSADNT
IVGRFLMSLVNQVPKIVPDDFETMLN
SNINDLLMVTYLANLTQSQIALNEKL
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