
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9DCM2 GSTK1_MOUSE Mus
musculus

Glutathione
S-
transferase
kappa	1

21.529085 NaN NaN 37453647;37507081 MGPAPRILELFYDVLSPYSWLGFEVL
CRYQHLWNIKLQLRPTLIAGIMKDS
GNQPPAMVPRKGQYIFKEIPLLKQFF
QVPLNIPKDFFGETVKKGSINAMRF
LTTVSMEQPEMLEKVSREIWMRVW
SRDEDITEYQSILAAAVKAGMSTAQA
QHFLEKISTQQVKNKLIENTDAACKY
GAFGLPTTVAHVDGKTYMLFGSDRL
ELLAYLLGEKWMGPVPPTANARL

True False 3.481 2.649 5.0 1.962 1.014 1.491 1.517


