UniprotKB Entry name |organism [full name [oglcnacscore o'glcnac p‘h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q9DCP2 S38A3_MOUSE [Mus Sodium- 29.185005 NaN NaN 22645316 MEIPRQTEMVELVPNGKHLEGLLPV |None None None |None None None None None None
musculus |coupled GVPTTDTQRTEDTQHCGEGKGFLQK

neutral SPSKEPHFTDFEGKTSFGMSVFNLS

amino acid NAIMGSGILGLAYAMANTGIILFLFL

transporter LTAVALLSSYSIHLLLKSSGIVGIRAY

3 EQLGYRAFGTPGKLAAALAITLQNIG

IAMSSYLYIIKSELPLVIQTFLNLEKPA
SVWYMDGNYLVILVSVTIILPLALMR
QLGYLGYSSGFSLSCMVFFLIAVIYK
KFQVPCPLAHNLANATGNFSHMVV
IAEEKAQLQGEPDTAAEAFCTPSYFTL
NSQTAYTIPIMAFAFVCHPEVLPIYTE
LKDPSKRKMQHISNLSIAVMYVMYF
LAALFGYLTFYDGVESELLHTYSKVD
PFDVLILCVRVAVLIAVTLTVPIVLFP
VRRAIQQMLFQNQEFSWLRHVLIAT
GLLTCINLLVIFAPNILGIFGIIGATSA
PCLIFIFPAIFYFRIMPTDKEPARSTP
KILALCFAAVGFLLMTMSLSFIIIDW
IVSGTSQHGGNH




