UniprotKB Entry name organism [full name oglcnacscore o.glcnac ‘P.h osphorylation PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q9DCS2 MTL26_MOUSE Mus Methyltransferase-|23.627151 NaN S149 37453647 MMMAAAAERNKEPILSVLRQYVDPA [None None None |None None None None None None

musculus [like 26 QRCVRVLEVASGSGQHAAHFAQAFP
NAEWQPSDVDQRCLDSIAATTRAQG
LSNVKAPLYLDVTWEWEQWGGIPPR
SLDLLLCINMIHISPLNCTEGLFRAA

GHLLKTKAVLITYGPYAVNGKISPQS

NVDFDLTLRCRNPEWGLRDTVLLEE
LGQASGLVLERMVDMPANNKCLIF

RKE




