UniprotKB Entry name organism [full name oglcnacscore o'glcnac p'h osphorylation PMIDS |[sequence intracellular [extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
1D sites sites reticulum apparatus membrane [region
QI9DGL2 Q9DGL2_DANRE |Danio Sodium/potassium- 26.412228 NaN NaN 40044042 MAKEDEKKESGSWKDFFWNPRTHE |[NaN NaN NaN NaN NaN NaN NaN NaN None

rerio transporting

IATPase subunit
beta

LLGRTASSWGLILLFYLVFYTFLAGV
FCLTMYVMLLTLDDYQPTWQDRLA
TPGMMIRPKGEALEIVYSRENTESW
ELYVQALDSFLKPYNNSQQAVNND
DCTPDQFNIQEDSGNVRNNPKRSC
RFNRTTLEDCSGLTDRFYGYPDGKP
CILIKLNRVIGMKPGKDGQSPYVTCG
IAKKEDAESIGEIAYFPPNGTFNLMYY
PYYGMKAQVNYSQPLVAVKFMNISF
NTDVNVECKINSNTITEFSERDKFA
GRVSFKLRVNN




