}Jl;l iprotKB Entry name organism full oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma em‘
name sites reticulum |apparatus|membrane regi
Q9EP97 SENP3_MOUSE Mus Sentrin- [28.757601 NaN S52;571;S73;S163;T170;S175;S182; [25153642;28528544 MKETIQGTGSWGPEPPGPGTTYSNP [True False 2.714 5.0 1.857 1.345 0.81 1.301 1.3¢
musculus [specific S206;S226 RRERLRWPLPPKPRLKSGGGFGPDP
protease GSGTTVPTRRLPAPRPSFDASASEEE
3 EEEEEEDEEEVAAWRLPPRWGQLG

IASQRSRALRPSHRKTCSQRRRRAMR
IAFQMLLYSKSTSLTFHWKLWGRHR
GRRRNLAHPKNHLSPQEGGATPQV
PSPCCRFDSPRGLPPPRLGLLGALM
IAEDGMRGSPPVPSGPPMEEDGLRW
TPKSPLDPDSGLLSCTLPNGFGGLS
GPEGERSLAPPDASILISNVCSIGDH
IVAQELFQSSDLGIAEEADRTGEKAG
QHSPLREEHVTCVQSILDEFLQTYG
SLIPLSTDEVVEKLEDIFQQEFSTPSR
KSLVLQLIQSYQRMPGNAMVRGFRV
SYKRHVLTMDDLGTLYGQNWLNDQ
VMNMYGDLVMDTVPEKVHFFNSFF
YDKLRTKGYDGVKRWTKNVDIFNKE
LLLIPIHLEVHWSLISVDVRRRTITYF
DSQRTLNRRCPKHIAKYLQAEAVKK
DRLDFHQGWKGYFKMNVARQNND
SDCGAFVLQYCKHLALSQPFSFTQQ
DMPKLRRQIYKELCHCKLTV




