UniprotKB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma extr.acellular
ID name sites sites reticulum apparatus membrane region
Q9EPK?7 XPO7_MOUSE Mus Exportin-|28.201711 NaN S570 39627609;33300544 MADHVQSLAQLENLCKQLYETTDTT |True False 2.437 |4.221 1.033 0.582 False 0.737 0.647

musculus

7

TRLQAEKALVEFTNSPDCLSKCQLL
LERGSSSYSQLLAATCLTKLVSRTNN
PLPLEQRIDIRNYVLNYLATRPKLATF
'VTQALIQLYARITKLGWFDCQKDDYV
FRNAITDVTRFLQDSVEYCIIGVTILS
QLTNEINQADTTHPLTKHRKIASSFR
DSSLFDIFTLSCNLLKQASGKNLNL
NDESQHGLLMQLLKLTHNCLNFDF
IGTSTDESSDDLCTVQIPTSWRSAFL
DSSTLQLFFDLYHSIPPSFSPLVLSCL
'VQIASVRRSLFNNAERAKFLSHLVD
GVKRILENPQSLSDPNNYHEFCRLL
ARLKSNYQLGELVKVENYPDVIRLIA
NFTVTSLQHWEFAPNSVHYLLSLW
QRLAASVPYVKATEPHMLETYTPEV
TKAYITSRLESVHIILRDGLEDPLEDT
GLVQQQLDQLSTIGRCEYEKTCALLV
QLFDQSAQSYQELLQSASASPMDIA
VQEGRLTWLVYIIGAVIGGRVSFAST
DEQDAMDGELVCRVLQLMNLTDSR
LAQAGNEKLELAMLSFFEQFRKIYIG
DQVQKSSKLYRRLSEVLGLNDETMV
LSVFIGKVITNLKYWGRCEPITSKTL
QLLNDLSIGYSSVRKLVKLSAVQFML
NNHTSEHFSFLGINNQSNLTDMRC
RTTFYTALGRLLMVDLGEDEDQYEQ
FMLPLTAAFEAVAQMFSTNSFNEQE
AKRTLVGLVRDLRGIAFAFNAKTSF
MMLFEWIYPSYMPILQRAIELWYHD
PACTTPVLKLMAELVHNRSQRLQFD
'VSSPNGILLFRETSKMITMYGNRILT
LGEVPKDQVYALKLKGISICFSMLKA
ALSGSYVNFGVFRLYGDDALENALQ
TFIKLLLSIPHSDLLDYPKLSQSYYSL
LEVLTQDHMNFIASLEPHVIMYILSS
ISEGLTALDTMVCTGCCSCLDHIVTY
LFKQLSRSTKKRTTPLNRESDCFLHI
MQQHPAMIQQMLSTVLNIIIFEDCR
NQWSMSRPLLGLILLNEKYFSDLRN
SIVNSQPPEKQQAMHLCFENLMEGI
ERNLLTKNRDRFTQNLSAFRREVND
SMKNSTYGVNSNDMMS




