
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9EPU4 CPSF1_MOUSE Mus
musculus

Cleavage	and
polyadenylation
specificity
factor	subunit
1

38.119336 T1103 S754;S764 34887587;40885482 MYAVYKQAHPPTGLEFTMYCNFFN
NSERNLVVAGTSQLYVYRLNRDAEA
LTKNDGSTEGKAHREKLELVASFSF
FGNVMSMASVQLAGAKRDALLLSF
KDAKLSVVEYDPGTHDLKTLSLHYF
EEPELRDGFVQNVHTPRVRVDPDGR
CAAMLIYGTRLVVLPFRRESLAEEHE
GLMGEGQRSSFLPSYIIDVRALDEKL
LNIIDLQFLHGYYEPTLLILFEPNQT
WPGRVAVRQDTCSIVAISLNITQKVH
PVIWSLTSLPFDCTQALAVPKPIGGV
VIFAVNSLLYLNQSVPPYGVALNSLT
TGTTAFPLRTQEGVRITLDCAQAAFI
SYDKMVISLKGGEIYVLTLITDGMRS
VRAFHFDKAAASVLTTSMVTMEPGY
LFLGSRLGNSLLLKYTEKLQEPPASS
VREAADKEEPPSKKKRVEPAVGWTG
GKTVPQDEVDEIEVYGSEAQSGTQL
ATYSFEVCDSMLNIGPCANAAVGEP
AFLSEEFQNSPEPDLEIVVCSGYGKN
GALSVLQKSIRPQVVTTFELPGCYDM
WTVIAPVRKEEEETPKAESTEQEPSA
PKAEEDGRRHGFLILSREDSTMILQT
GQEIMELDTSGFATQGPTVFAGNIG
DNRYIVQVSPLGIRLLEGVNQLHFIP
VDLGAPIVQCAVADPYVVIMSAEGH
VTMFLLKSDSYGGRHHRLALHKPPL
HHQSKVIALCLYRDVSGMFTTESRL
GGARDELGGRSGSEAEGLGSETSPT
VDDEEEMLYGDSSALFSPSKEEARR
SSQPPADRDPAPFKADPTHWCLLVR
ENGTMEIYQLPDWRLVFLVKNFPVG
QRVLVDSSFGQPTTQGEVRKEEATR
QGELPLVKEVLLVALGSRQSRPYLLV
HVDQELLIYEAFPHDSQLGQGNLKV
RFKKVPHNINFREKKPKPSKKKAEG
CSTEEGSGGRGRVARFRYFEDIYGYS
GVFICGPSPHWLLVTGRGALRLHPM
GIDGPIDSFAPFHNVNCPRGFLYFN
RQGELRISVLPAYLSYDAPWPVRKIP
LRCTAHYVAYHVESKVYAVATSTNTP
CTRIPRMTGEEKEFEAIERDDRYIHP
QQEAFSIQLISPVSWEAIPNARIELEE
WEHVTCMKTVSLRSEETVSGLKGYV
AAGTCLMQGEEVTCRGRILIMDVIEV
VPEPGQPLTKNKFKVLYEKEQKGPV
TALCHCNGHLVSAIGQKIFLWSLRA
SELTGMAFIDTQLYIHQMISVKNFIL
AADVMKSISLLRYQEESKTLSLVSRD
AKPLEVYSVDFMVDNAQLGFLVSDR
DRNLMVYMYLPEAKESFGGMRLLR
RADFHVGAHVNTFWRTPCRGAAEG
PSKKSVVWENKHITWFATLDGGIGL
LLPMQEKTYRRLLMLQNALTTMLP
HHAGLNPRAFRMLHVDRRILQNAV
RNVLDGELLNRYLYLSTMERSELAK
KIGTTPDIILDDLLETDRVTAHF

True False 1.918 4.583 0.883 False False 0.674 0.688


