UniprotKB Entry name organism (full name oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plas
ID sites sites reticulum apparatus me1
Q9EQ20 MMSA_MOUSE Mus Methylmalonate- 28.316822 NaN S262;S380 37453647;39927985;37507081;362 |MAAAVAAAAAMRSRILQVSSKVNAT [True False False [2.0 4.396 False False Fals

musculus

semialdehyde/malonate-
semialdehyde
dehydrogenase
[acylating],
mitochondrial

88343

IWYPASSFSSSSVPTVKLFIDGKFVES
KSDKWIDIHNPATNEVVGRVPQSTK
IAEMDAAVESCKRAFPAWADTSILSR
QQVLLRYQQLIKENLKEIARLITLEQ
GKTLADAEGDVFRGLQVVEHACSVT
SLMLGETMPSITKDMDLYSYRLPLG
IVCAGIAPENFPAMIPLWMFPMAMV
CGNTFLMKPSERVPGATMLLAKLLQ
DSGAPDGTLNIIHGQHDAVNFICDH
PDIKAISFVGSNQAGEYIFERGSRNG
KRVQANMGAKNHGVVMPDANKEN
TLNQLVGAAFGAAGQRCMALSTAIL
IVGEAKKWLPELVDRAKNLRVNAGD
QPGADLGPLITPQAKERVCNLIDSGT
KEGASILLDGRRIKVKGYENGNFVGP
TIISNVKPSMTCYKEEIFGPVLVVLET
ETLDEAIKIVNDNPYGNGTAIFTTNG
IATARKYAHMVDVGQVGVNVPIPVPL
PMFSFTGSRSSFRGDTNFYGKQGIQ
FYTQLKTITSQWKEEDATLSSPAVV
MPTMGR




