UniprotKB Entry name |organism [full name loglcnacscore oglcnac phosp ylation sites PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extr.ace

ID sites reticulum |apparatus|membrane [region

Q9EQ32 BCAP_MOUSE [Mus Phosphoinositide [25.685855 NaN T264;T420;T445;T460;T513;T553;T (39627609 MAASGWGRGCDILIFYSPDAEEWCQ [True True 5.0 2.322  |1.099 0.915 False 5.0 1.304
musculus |3-kinase adapter 570;T594;S642;T694;S718 YLQDLFVSCRQVRSQKTQTYRLVPD

protein 1

IASFSAQDLWVFRDARCVLVLLSAGL
IVGCFGQPGLLPMLQRACHPPQRVV
RLLCGVQPGDEDFQAFFPDWAHWQ
EMTCDDEPETYLAAVRKAISEDSGC
DSVTDTEPEDERELPFSKQTNLPPEI
SPGNLMVVQPDRIRCGAETTVYIIVR
CKLDEKVSTEAEFSPEDSPSIRVEGT
LENEYTVSVKAPDLSSGNVSLKVYS
GDLVVCETTVSYYTDMEEIGNLLSSA
IANPVEFMCQAFKIVPYNTETLDKLL
TESLKNNIPASGLHLFGINQLEEDD
MMTNQRDEELPTLLHFAAKYGLKN
LTALLLTCPGALQAYSVANKHGHYP
NTIAEKHGFRDLRQFIDEYVETVDM
LKTHIKEELMQGEEADDVYESMAHL
STDLLMKCSLNPGCDDELYESMAAF
IAPAATEDLYVEMLQASAGNPVSGES
FSRPTKDSMIRKFLEGNSVKPASWE
REQHHPYGEELYHIVDEDETFSVDL
IANRPPVPVPRPEASAPGPPPPPDNEP
YISKVFAEKSQERLGNFYVSSESIRK
EPLVRPWRDRPPSSIYDPFAGMKTP
GQRQLITLQEQVKLGIVNVDEAVLH
FKEWQLNQKKRSESFRFQQENLKR
LRESITRRRKEKPKSGKHTDLEITVPI
RHSQHLPEKVEFGVYESGPRKSVLP
IARTELRRGDWKTDSMSSTASSTSNR
SSTRSLLSVSSGMEGDNEDNEIPEIT
RSRGPGPTQVDGAPVVTGTPVGTLE
RPPRVPPRAASQRPLTRESFHPPPPV
PPRGR




