
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9EQH3 VPS35_MOUSE Mus
musculus

Vacuolar
protein
sorting-
associated
protein	35

27.691819 NaN S7;S783;T791 33300544;28528544;34887587;374
53647;39627609;37507081

MPTTQQSPQDEQEKLLDEAIQAVKV
QSFQMKRCLDKNKLMDALKHASN
MLGELRTSMLSPKSYYELYMAISDE
LHYLEVYLTDEFAKGRKVADLYELV
QYAGNIIPRLYLLITVGVVYVKSFPQS
RKDILKDLVEMCRGVQHPLRGLFLR
NYLLQCTRNILPDEGEPTDEETTGDI
SDSMDFVLLNFAEMNKLWVRMQH
QGHSRDREKRERERQELRILVGTNL
VRLSQLEGVNVERYKQIVLTGILEQV
VNCRDALAQEYLMECIIQVFPDEFH
LQTLNPFLRACAELHQNVNVKNIIIA
LIDRLALFAHREDGPGIPAEIKLFDIF
SQQVATVIQSRQDMPSEDVVSLQVS
LINLAMKCYPDRVDYVDKVLETTVEI
FNKLNLEHIATSSAVSKELTRLLKIP
VDTYNNILTVLKLKHFHPLFEYFDYE
SRKSMSCYVLSNVLDYNTEIVSQDQ
VDSIMNLVSTLIQDQPDQPVEDPDP
EDFADEQSLVGRFIHLLRSDDPDQQ
YLILNTARKHFGAGGNQRIRFTLPPL
VFAAYQLAFRYKENSQMDDKWEKK
CQKIFSFAHQTISALIKAELAELPLRL
FLQGALAAGEIGFENHETVAYEFMS
QAFSLYEDEISDSKAQLAAITLIIGTF
ERMKCFSEENHEPLRTQCALAASKL
LKKPDQGRAVSTCAHLFWSGRNTD
KNGEELHGGKRVMECLKKALKIAN
QCMDPSLQVQLFIEILNRYIYFYEKE
NDAVTIQVLNQLIQKIREDLPNLESS
EETEQINKHFHNTLEHLRSRRESPE
SEGPIYEGLIL

True False 4.114 2.675 3.404 2.048 2.817 2.392 1.997


