UniprotKB Entry name organism full loglcnacscore o.glcnac p.h osphorylation PMIDS [sequence intracellular [extracellular|cytosol |nucleus mitochndrion‘em.lomasmlc golgi [plasma extx:acellular
ID name sites sites reticulum |apparatus membrane region
Q9EQZ6 RPGF4 MOUSE |Mus Rap 24.474581 NaN NaN 33300544 MVAAHAAHSQSSAEWIACLDKRPLE (True True 5.0 2.716  |2.355 1.827 0.87 4.544 1.749
musculus |guanine RSSEDVDIIFTRLKGVKAFEKFHPNL
nucleotide LRQICLCGYYENLEKGITLFRQGDIG
exchange TNWYAVLAGSLDVKVSETSSHQDAV
factor 4 TICTLGIGTAFGESILDNTPRHATIVT

RESSELLRIEQEDFKALWEKYRQYM
IAGLLAPPYGVMETGSNNDRIPDKEN
TPLIEPHVPLRPAHTITKVPSEKILRA
GKILRIAILSRAPHMIRDRKYHLKTYR
QCCVGTELVDWMIQQTSCVHSRTQ
AVGMWQVLLEDGVLNHVDQERHF
QDKYLFYRFLDDEREDAPLPTEEEK
KECDEELQDTMLLLSQMGPDAHMR
MILRKPPGQRTVDDLEIIYDELLHIKA
LSHLSTTVKRELAGVLIFESHAKGGT
VLFNQGEEGTSWYIILKGSVNVVIYG
KGVVCTLHEGDDFGKLALVNDAPRA
IASIVLREDNCHFLRVDKEDFNRILR
DVEANTVRLKEHDQDVLVLEKVPAG
NRAANQGNSQPQQKYTVMSGTPEK
ILEHFLETIRLEPSLNEATDSVLNDF
VMMHCVFMPNTQLCPALVAHYHA
QPSQGTEQERMDYALNNKRRVIRLV
LQWAAMYGDLLQEDDVAMAFLEEF
'YVSVSDDARMMAAFKEQLPELEKIV
KQISEDAKAPQKKHKVLLQQFNTGD
ERAQKRQPIRGSDEVLFKVYCIDHTY
TTIRVPVAASVKEVISAVADKLGSGE
GLIIVKMNSGGEKVVLKSNDVSVFTT
LTINGRLFACPREQFDSLTPLPEQEG
PTTGTVGTFELMSSKDLAYQMTTYD
WELFNCVHELELIYHTFGRHNFKKT
TANLDLFLRRFNEIQFWVVTEVCLC
SQLSKRVQLLKKFIKIAAHCKEYKNL
NSFFAIVMGLSNVAVSRLALTWEKL
PSKFKKFYAEFESLMDPSRNHRAYR
LTAAKLEPPLIPFMPLLIKDMTFTHE
GNKTFIDNLVNFEKMRMIANTARTV
RYYRSQPFNPDAAQANKNHQDVRS
'YVRQLNVIDNQRTLSQMSHRLEPRR
P




