UniprotKB Entry name |organism ffull oglcnacscore |oglcnac sites phosphorylation PMIDS sequence intracellular [extracellular cytosol [nucleus mitochndrion |* .. golgi
ID name sites reticulum |appai
Q9ER74 SALL1 MOUSE [Mus Sal- 41.301409 'T285;5429;T435;T573;S582;S1114; [S591;S594;S596;5940(40997131;30059200;36852467 MSRRKQAKPQHFQSDPEVASLPRR (True False 1.41 5.0 1.656 1.065 0.76
musculus [like S1322 DGDTEKGQPSRPTKSKDAHVCGRC
protein CAEFFELSDLLLHKKSCTKNQLVLIV

1

NESPASPAKTFPPGPSLNDPDDQMK
DAANKADQEDCSDLSEPKGLDREES
MEVEVPVATTTTTTTGGSGGSGGST
LSGVTNITTPSCHSGCSSGTSAITTSL
PQLGDLTTLGNFSVINSNVIIENLQS
TKVAVAQFSQEARCGGASGGKLLIST
LMEQLLALQQQQIHQLQLIEQIRHQI
LLLASQSADLPAAPSIPSQGTLRTSA
NPLTTLSSHLSQQLAVAAGLAQSLAS
QSANISGVKQLPHVQLPQSSSGTSIV
PPSGGTSPNMSIVTAAVPTPSSEKVA
SNAGASHVSSPAVSASSSPAFAISSL
LSPESNPLLPQPTPANAVFPTPLPNI
IATTAEDLNSLSALAQQRKSKPPNVT
IAFEAKSTSDEAFFKHKCRFCAKVFG
SDSALQIHLRSHTGERPFKCNICGN
RFSTKGNLKVHFQRHKEKYPHIQM
NPYPVPEHLDNVPTSTGIPYGMSIPS
EKPVTSWLDTKPVLPTLTTSVGLPLP
PTLPSLTPFIKTEEPAPIPISHSAASPQ
GSVKSDSGAPDLATRNPSGVPEEVE
GSAVPPFGGKGEESNMASSAVPTAG
NSTLNSPVADGGPGGTTFTNPLLPL
MSEQFKAKFPFGGLLDSAQASETSK
LQQLVENIDKKATDPNECIICHRVLS
CQSALKMHYRTHTGERPFKCKICGR
IAFTTKGNLKTHYSVHRAMPPLRVQH
SCPICQKKFTNAVVLQQHIRMHMG
GQIPNTPVPDNYPESMESDTGSFDE
KNFDDLDNFSDENMEECPEGSIPDT
PKSADASQDSLSSSPLPLEMSSIAAL
ENQMKMINAGLAEQLQASLKSVEN
GSMEGDVLTNDSSSVGGDMESQSA
GSPAISESTSSMQALSPSNSTQEFH
KSPGMEEKPQRVGPGEFANGLSPTP
'VNGGALDLTSSHAEKITKEDSLGILF
PFRDRGKFKNTACDICGKTFACQSA
LDIHYRSHTKERPFICTVCNRGFSTK
GNLKQHMLTHQMRDLPSQLFEPSS
NLGPNQNSAVIPANSLSSLIKTEVNG
FVHVSPQDSKDAPTSHVPQGPLSSS
IATSPVLLPALPRRTPKQHYCNTCGK
TFSSSSALQIHERTHTGEKPFACTIC
GRAFTTKGNLKVHMGTHMWNSTP
IARRGRRLSVDGPMTFLGGNPVKFPE
MFQKDLAARSGSGDPSSFWNQYTA
IALSNGLAMKANEISVIQNGGIPPIPG
SLGSGSSPISGLTGNVEKLGNSEPSA
PLAGLEKMASSENGTNFRFTRFVED
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