UniprotKB Entry name |organism full oglcnacscore oplcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion en(‘loplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
Q9ERS88 RT29 MOUSE Mus Small 23.627151 NaN NaN 37453647 MLTGITRLFSRVQKLDPRCFLHMSV [None None None [None None None None None None
musculus [ribosomal QATQNSQVPAERPRTVSRTSDSDPA
subunit KHGEQHEGQHYSIPLQDLKTVFPHG
protein LPPRYMMQVKTFGEACLMVRKPAL
mS29 ELLGYLKNTNFAHPAVRYLLYGEKG

TGKTLSLCHAVHFCARHDWLILHIP
DAHLWVKNCRELLQSTHNKQRFDQ
PLEASTWLKNFKTTNERFLSQIKVQ
EKYVWNKRESTEKGSPLGEVVEQGL
TRVRNATDAVGVVLKELKAQSALGL
FHLLVAVDGVNALWGRTTLKKEDRT
LIAPEELSLVHNLRKMVKNDWHGG
AIVLSLSQTGSLFKSRTAYLPHELLG
KEGFNALEPFLPILIPNYNPKEFESS
FQYYLENNWLQHEKASTEEGRKEL
RFLSNCNPEQLERLCASL




