UniprotKB Entry name organism |full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion en@oplasmlc golgi plasma extx:acellular
ID sites sites reticulum apparatus membrane region
Q9ERB5 SO1C1_MOUSE [Mus Solute 29.561793 T428 NaN 40021952 MDTSSKENAHLFHKNSAQPAGGPS |False False False |False False False False 4.09 False
musculus |carrier FTVGYPSTEEARPCCGKLKVFLGALS

organic FVYFAKALAEGYLKSTVTQIERRFEIP

anion SSLVGIIDGSFEIGNLLVITFVSYFGA

transporter KLHRPKIIGAGCLVMGFGTMLIAVPQ

family FFMEKYSYEKYERYSPSSNVTPSISP

member CYLESSSPSPSSILGKSQNKISHECV

1C1 GDSSSSMWVYVFLGNLLRGLGETPI

QPLGIAYLDDFASEDNAAFYIGCVQT
IVAIIGPIFGFLLGSLCAKLYVDIGFVN
LDHITITPKDPQWVGAWWLGYLIAG
FLSLLAAVPFWCLPKTLPRSQSREN
SGSTSEKSKFIDDPIHYQMAPGDDK
MKIMEMAKDFLPSLKTLFRNPVYIL
IYLCASTVQFNSLFGMVTYKPKYIEQ
QYGQSSSKANFVIGLINIPAVALGIFS
GGIVMKKFRLGICEATKLYLGSSVFG
IYLLFLSLFALGCENSSVAGLTVSYQG
TKPVSYHERALFSDCNSRCKCSDSK
IWEPMCGDNGITYVSACLAGCQSSSR
SGKNIIFSNCTCVGFAAPKSGNWSG
MMGRCQKDNGCSQMFLYFLVISVIT
SYTLSLGGIPGYILLLRCIQPQLKSFA
LGIYTLAVRVLAGIPAPVYFGVLIDTS
CLKWGFKKCGSRGSCRLYDSHAFR
HIYLGLTTLLGTVSVFLSMAVLFVLK
KKYVSKHSSLITTREKIGMSSSIKKET
CAARDRGLQPKYWPGKETRL




