}J];1 iprotKB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em%oplasmlc golgi E extl:acellular
sites sites reticulum apparatus membrane [region
Q9ERS2 NDUAD MOUSE |Mus NADH 25.629171 NaN NaN 36288343 MAASKVKQDMPPPGGYGPIDYKRNL |[None None None |None None None None None None
musculus |dehydrogenase PRRGLSGYSMFAVGIGALIFGYWRM
[ubiquinone] 1 MRWNQERRRLLIEDLEARIALMPLF
alpha QAEKDRRTLQILRENLEEEAIIMKDV
subcomplex PNWKVGESVFHTTRWVPPLIGEMY

subunit 13
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