}J];1 iprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em%oplasmlc golgi plasma extl"acellular
sites sites reticulum apparatus membrane [region
Q9ERT9 PPR1A MOUSE [Mus Protein 34.664654 NaN T35;S43;S46;S47;S67 26192747 MEPDNSPRKIQFTVPLLEPHLDPEA |False False 2.493 (3.062 1.314 1.753 0.575 1.515 4.275
musculus [phosphatase AEQIRRRRPTPATLVLTSDQSSPEID
1 regulatory EDRIPNSLLKSTLSMSPRQRKKMTR
subunit 1A TTPTMKELQTMVEHHLGQQKQGEE
PEGATESTGNQESCPPGIPDTGSASR
PDTPGTAQKSAESNPKTQEQCGVEP
RTEDSSAHMLPLDSQGASLV




