UniprotKB Entry name organism full name |oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma
ID sites reticulum apparatus membrane
Q9ES00 'UBE4B_MOUSE [Mus Ubiquitin  |27.004857 T30 S23;S31;584;5S88;590;S101;S103;S1 [39627609;36852467 MEELSADEIRRRRLARLAGGQTSQP (True False 2.427 5.0 1.791 1.695 1.199 1.443
musculus |conjugation 05;S124;S238;S674;S840;S1136 TTPLTSPQRENPPGPPIAASAPGPSQ
factor E4 B SLGLNVHNMTPATSPIGAAGVAHRS

QSSEGVSSLSSSPSNSLETQSQSLSR
SQSMDIDGVSCEKSMSQVDVDSGIE
NMEVDENDRREKRSLSDKEPSSGP
EVSEEQALQLVCKIFRVSWKDRDRD
VIFLSSLSAQFKQNPKEVFSDFKDLI
GQILMEVLMMSTQTRDENPFASLTA
TSQPIATAARSPDRNLMLNTGSSSG
TSPMFCNMGSFSTSSLSSLGASGGA
SNWDSYSDHFTIETCKETDMLNYLI
ECFDRVGIEEKKAPKMCSQPAVSQL
LSNIRSQCISHTALVLQGSLTQPRSL
QQPSFLVPYMLCRNLPYGFIQELVRT
THQDEEVFKQIFIPILQGLALAAKEC
SLESDYFKYPLMALGELCETKFGKT
HPMCNLVASLPLWLPKSLSPGSGRE
LQRLSYLGAFFSFSVFAEDDAKVVEK
'YFSGPAITLENTRVVSQSLQHYLELG
RQELFKILHSILLNGETREAALSYMA
IALVNANMKKAQMQADDRLVSTDGF
MLNLLWVLQQLSTKIKLETVDPTYIF
HPRCRITLPNDETRINATMEDVNER
LTELYGDQPPFSEPKFPTECFFLTLH
IAHHLSILPSCRRYIRRLRATRELNRT
VEDLKNNESQWKDSPLATRHREML
KRCKTQLKKLVRCKACADAGLLDES
FLRRCLNFYGLLIQLMLRILDPAYPD
VTLPLNSEVPKVFAALPEFYVEDVAE
FLFFIVQYSPQVLYEPCTQDIVMFLV
VMLCNQNYIRNPYLVAKLVEVMFM
TNPSVQPRTQKFFEMIENHPLSTKL
LVPSLMKFYTDVEHTGATSEFYDKF
TIRYHISTIFKSLWQNIAHHGTFMEE
FNSGKQFVRYINMLINDTTFLLDESL
ESLKRIHEVQEEMKNKEQWDQLPR
DQQQARQSQLAQDERVSRSYLALAT
ETVDMFHLLTKQVQKPFLRPELGPR
LAAMLNFNLQQLCGPKCRDLKVEN
PEKYGFEPKKLLDQLTDIYLQLDCAR
FAKAIADDQRSYSKELFEEVISKMRK
IAGIKSTIAIEKFKLLAEKVEEIVAKNA
RAEIDYSDAPDEFRDPLMDTLMTDP
'VRLPSGTVMDRSIILRHLLNSPTDPF
NRQMLTESMLEPVPELKEQIQAWM
REKQSSDH




