}Jl;l iprotkB Entry name organism full oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi plasma ©
name sites reticulum |apparatus membrane |re
Q9ES28 IARHG7_MOUSE |Mus Rho 35.498311 NaN S132;5155;5164;5228;S236;S497;S |34678516;22645316  MNSAEQTVTWLITLGVLESPKKTISD |None None None [None [None None None None N
musculus |guanine 673;S776 PEVFLQASLKDGVVLCRLLERLLPGT
nucleotide IEKVYPEPRNESECLSNIREFLRACG
exchange ASLRLETFDANDLYQGQNFNKVLSS
factor 7 LVTLNKVTADIGLGSDSVCARPSSHR

IKSFDSLGSQSSHSRTSKLLQSQYRS
LDMTDNTNSQLVVRAKFNFQQTNE
DELSFSKGDVIHVTRVEEGGWWEG
THNGRTGWFPSNYVREIKPSEKPVS
PKSGTLKSPPKGFDTTAINKSYYNVV
LQNILETEHEYSKELQSVLSTYLRPL
QTSDKLSSANTSYLMGNLEEISSFQ
QVLVQSLEECTKSPEAQQRVGGCFL
SLMPQMRTLYLAYCANHPSAVSVLT
EHSEDLGEFMETKGASSPGILVLTT
GLSKPFMRLDKYPTLLKELERHMED
'YHPDRQDIQKSMTAFKNLSAQCQEV
RKRKELELQILTEPIRSWEGDDIKTL
GSVTYMSQVTIQCAGSEEKNERYLL
LFPNLLLMLSASPRMSGFIYQGKLPT
TGMTITKLEDSENHRNAFEISGSMI
ERILVSCTSQQDLHEWVEHLQKQTK
VTSVSNPTIKPHSVPSHTLPSHPLTP
SSKHADSKPVALTPAYHTLPHPSHH
GTPHTTISWGPLEPPKTPKPWSLSCL
RPAPPLRPSAALCYKEDLSKSPKTMK
KLLPKRKPERKPSDEEFAVRKSTAAL
EEDAQILKVIEAYCTSAKTRQTLNST
WQGTDLMHNHVLADDDQSSLDSLG
RRSSLSRLEPSDLSEDSEYDSIWTAH
SYRMGSASRSRKESAPQVLLPEEEKI
IVEETKSNGQTVIEEKSLVDTVYALK
DEVQELRQDNKKMKKSLEEEQRAR
KDLEKLVRKVLKNMNDPAWDETNL




