UniprotKB Entry name |organism |full name oglcnacscore oglcnac  |phosphorylation |,y yyy¢ sequence intracellular |extracellular |cytosol nucleus mitochndrion endoplasmic golgi plasma lextracellula

D sites sites reticulum |apparatus [membrane [region

Q9ES74 NEK7_MOUSE Mus Serine/threonine- |43.281658 T170;T172|S5;S195 28135057;41066511 MDEQSQGMQGPPVTQFQPQKALRP ([True False 3.877 5.0 2.358 1.715 1.722 1.998 2.097
musculus [protein kinase DMGYNTLANFRIEKKIGRGQFSEVY

Nek7

RASCLLDGVPVALKKVQIFDLMDAK
IARADCIKEIDLLKQLNHPNVIKYYAS
FIEDNELNIVLELADAGDLSRMIKHF
KKQKRLIPERTVWKYFVQLCSALDH
MHSRRVMHRDIKPANVFITATGVVK
LGDLGLGRFFSSKTTAAHSLVGTPYY
MSPERIHENGYNFKSDIWSLGCLLY
EMAALQSPFYGDKMNLYSLCKKIEQ
CDYPPLPSDHYSEELRQLVNICINPD

PEKRPDIAYVYDVAKRMHACTAST




