
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9ESJ0 XPO4_MOUSE Mus
musculus

Exportin-
4

28.379542 S127 S464;S521 34418053;39627609 MMAAALGPPEVIAQLENAAKVLMAP
PSMVSNEQRQHAEHIFLSFRKSKSP
FAVCRHILETSKVDYVLFQAATAIME
AVVREWVLLEKGSIESLRTFLLTYVL
QRPNLQKYVREQILLAVAVIVKRGSL
DKSIDCKSIFHEVSQLISSGNPTVQT
LACSILTALLSEFSSSSKTSNIGLSME
FHGNCKRVFQEEDLRQIFMLTVGVL
QEFSRRENLSAQMSSVFQRYLALAN
QVLSWNFLPPKLGRHYIAMFESSQN
VLLKPTESWREALLDSRVMELFFTV
HRKIREDSDMAQDSLQCLAQLASLH
GPIFPDEGSQVDYLAHFIEGLLNTIN
GIEIEDSEAVGISSIISNLITVFPRNVL
TAIPSELFSSFVNCLTHLTCSFGRSA
ALEEVLDKDDMVYMEAYDKLLESW
LTLVRDDKHFHKGFFTQHAVQVFN
SYIQCHLAAPDGTRNLTANGVASRE
EEEISELQEDDRDQFSDQLASVGML
GRIAAEHCMPLLTSLLEERVTRLHG
QLQRHQQQFLASPGSSTIDNKMLD
DLYEDIHWLILVTGYLLADDTQGETP
LIPPEIMEYSIKHSSEVDINTTLQILG
SPGEKASSIPGYSRTDSVIRLLSAVLR
VSEVESRAIRADLTHLLSPQMGKDIV
WFLKRWAKTYLLVDEKLYDQISLPLS
TAFGADTEGSQWIIGYLLQKVISNLS
VWSSEQDLANDTVQLLVTLVERRER
ANLVIQCENWWNLAKQFASRSPPL
NFLSSPVQRTLMKALVLGGFAHMD
TETKQQYWTEVLQPLQQRFLRVINQ
ENFQQMCQQEEVKQEITATLEALCG
IAEATQIDNVAILFNFLMDFLNNCIG
LMEVYKNTPETVNLIIEVFVEVAHKQ
ICYLGESKAMHLYEACLTLLQVYSK
NNLGRQRIDVTAEEEQYQDLLLIME
LLTNLLSKEFIDFSDTDEVFRGHEPG
QAAGRSVSAADVVLYGVNLILPLMS
QDLLKFPTLCNQYYKLITFICEIFPEK
IPQLPEDLFKSLMYSLELGMTSMSS
EVCQLCLEALTPLAEQCAKAQETDS
PLFLATRHFLKLVFDMLVLQKHNTE
MTTAAGEAFYTLVCLHQAEYSELVE
TLLSSQQDPVIYQRLADAFNKLTASS
TPPALDRKQKMAFLKSLEEFMANV
GGLLCVK

True False 3.259 4.013 1.746 0.957 False 1.061 1.087


