UniprotKB Entry name organism [full name |oglcnacscore o.glcnac phosphorylation sites PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID sites reticulum apparatus membrane [region
Q9ESN6 TRIM2_MOUSE |Mus Tripartite (24.474581 NaN S10;T371;S375;5424;S428|33300544 MASEGASIPSPVVRQIDKQFLICSICL [None None None [None None None None None None
musculus |[motif- ERYKNPKVLPCLHTFCERCLQNYIPA
containing HSLTLSCPVCRQTSILPEKGVAALQN
protein 2 NFFITNLMDVLQRTPGSNGEDSSIL

ETVTAVAAGKPLSCPNHDGNVMEFY
CQSCETAMCRECTEGEHAEHPTVPL
KDVVEQHKASLQVQLDAVNKRLPEI
DSALQFISEIIHQLTNQKASIVDDIHS
TFDELQKTLNVRKSVLLMELEVNYG
LKHKVLQSQLDTLLQGQESIKSCSN
FTAQALNHGTETEVLLVKKQMSEKL
NELADQDFPLHPRENDQLDFIVETE
GLKKSIHNLGTILTTNAVASETVATG
EGLRQTIIGQPMSVTITTKDKDGELC
KTGNAYLTAELSTPDGSVADGEILDN
KNGTYEFLYTVQKEGDFTLSLRLYD
QHIRGSPFKLKVIRSADVSPTTEGVK
RRVKSPGSGHVKQKAVKRPASMYST
GKRKENPIEDDLIFRVGTKGRNKGE
FTNLQGVAASTSGKILIADSNNQCV
QIFSNDGQFKSRFGIRGRSPGQLQR
PTGVAVHPSGDIIIADYDNKWVSIFS
NDGKFKTKIGSGKLMGPKGVSVDR
NGHIIVVDNKACCVFIFQPNGKIVTR
FGSRGNGDRQFAGPHFAAVNSNNE
IIITDFHNHSVKVFNQEGEFMLKFG
SNGEGNGQFNAPTGVAVDSNGNIIV
IADWGNSRIQVFDGSGSFLSYINTSA
DPLYGPQGLALTSDGHVVVADSGNH
CFKVYRYLQ




