UniprotKB

D Entry name [organism [full name |oglcnacscore joglcnac sites phosphorylation sites PMIDS sequence intracellular [extracellular|cytosol nucleus mitochndrion :ggggll:fnml'
Q9EST3 4ET MOUSE Mus Eukaryotic [39.308638 S416;5576;5911;5S919;T922(S4;S73;S77;S114;S119;S135;S137;S |22517741;36852467;36757814 MEKSVAETENGDAFLELKKLPTSKS (None None None [None |None None
musculus |translation 300;S344;S352;S373;5416;S563;S5 PHRYTKEELLDIKERPYSKQRPSCLS
initiation 86;5692;5751;5919;5949 EKYDSDGVWDPEKWHASLYPASGR
factor 4E SSPVESLKKESESDRPSLVRRIADPR
transporter ERVKEDDLDVVLSPQRRSFGGGCHV

TAAVSSRRSGSPLEKDSDGLRLLGG
RRIGSGRIISARAFEKDHRLSDKDLR
DLRDRDRERDYKDKRFRREFGDSKR
'VFGERRRNDSYTEEEPEWFSAGPTS
QSETIELTGFDDKILEEDHKGRKRTR
RRTASVKEGIVECNGGVAEEDEVEVI
LAQEPSADQEVPRDVILPEQSPGEFD
FNEFFNLDKVPCLASMIEDVLGEGS
'VSASRFSRWFSNPSRSGSRSSSLGS
TPHEELERLAGLEQAVLSPGQNSGN
YFAPIPSEDHAENKVDILEMLQKAKV
DLKPLLSSLSANKEKLKESSHSGVVL
SVEEVEAGLKGLKVDQQMKNSTPF
MAEHLEETLSAASSNRQLKKDGDM
TAFNKLVNTMKASGTLPTQPKVSRN
'VESHLLAPAEIPGQPVSKNILQELLG
QPVQRPASSNLLSGLMGSLEATASL
LSQRAPSPPMSQVFRTQAASADYLH
PRIPSPIGFPSGPQQLLGDPFQGMRK
PMSPVSAQMSQLELQQAALEGLALP
HDLAVQTAPFYQPGFSKPQVDRTRD
GLRNRQQRMSKSPAPMHGGNSSSP
IAPAASITSMLSPSFTPTSVIRKMYES
REKTKEEMAPGMVVPGDGKEDTQK
TSEENLLSSNPIPNTDQDSSTTNPKL
STLQRSSCSTPLSQTSRYTKEQDYRP
KTAGRKTPTLASPVPGTPFLRPTHQV
PLVPHVPIVRPAHQLHPGLVQRLIAQ
GVHPQHLPSLLQAGVLPPGIDMAPL
QGLSGPLLGQPLYPLVSAASHPLLNP
RPGTPLHLAVMQQQLQRSVLHPPGS
SSQAAAISVQTPQNVPSRSGMPHM
HSQLEHRTSQRSSSPVGLAKWFGSD
'VLQQPLPSMPTKVISVDELEYRQ




