UniprotkB Entry name organism [full name oglcnacscore o_glcnac p.h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion enc}oplasmlc golgi - extl:acellular
ID sites sites reticulum apparatus membrane [region
Q9EST5 IAN32B_MOUSE [Mus Acidic leucine- [25.685855 NaN S164;S171;T265 |39627609 MDMKRRIHLELRNRTPAAVRELVLD [True False 2.985 |5.0 1.163 0.695 0.651 1.283 1.106
musculus |rich nuclear NCKAMDGKIEGLTDEFVNLEFLSLIS
phosphoprotein IVGLFSVSDLPKLPKLKKLELSENRIF
32 family GGLDRLAEELPSLTHLNLSGNNLKD
member B ISTLEPLKRLDCLKSLDLFGCEVTNR
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