UniprotKB Entry name organism full oglcnacscore og.]lcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol \nucleus mitochndrion en@oplasmlc golgi plasma extl.*acellular

ID name sites sites reticulum apparatus / membrane region

Q9ET43 CLD12_MOUSE Mus Claudin- [46.058797 S231;S241(S228;S231 22645316;40885482 MGCRDVHAATVLSFLCGIASVAGLF |False True 1.355 |1.562 1.14 1.036 False 5.0 1.708
musculus |12 IAGTLLPNWRKLRLITENRNEKNLTIY

TGLWVKCARYDGSSDCLMYDRTWY
LSVDQLDLRVLQFALPLSIVIAMGAL
LLCLIGMCNTAFNSSVPNIKLAKCLV
NSAGCHLVAGLLFFLAGTVSLSPSIW
IAIFYNSHLNRKFEPVFTFDYAVFVTI
IASSGGLFMTALLLFVWYCACKSLSS
PFWQPLYSHAPGMHTYSQPYSSRSR

LSAIEIDIPVVSHST




