UniprotKB Entry organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular jextracellular cytosol nucleus imitochndrion em!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
QIGLO1 RPN2_PIG |Sus Dolichyl- 39.483675 S93;S94 [NaN 40973947 IMAPPGSRTVLLLALTIIARTQALKPT |[NaN NaN NaN [NaN NaN NaN NaN NaN None
scrofa diphosphooligosaccharide- HYLTKHDVERLKASLDRPFTSLESAF
-protein 'YSIVGLSSLGAQVPDEKKACTFIKSN
glycosyltransferase LDPSNVDSLFYPPQSSQALSGCEISI
subunit 2 SNETKDLLLAAVSEDSSVTQIYHAVA

IALSGFGLPLASQEALGALTARLSKEE
TVLATVQALQTASYLSQQADLRSIVE
EIEDLVARLDELGGVYLQFEEGLLET
TALFVAATYKLMDHEGTEPSIKEDQ
VIQLMNTIFSKKNFESLPEAFSVASA
IAAALSQNRYHVPVVVVPEGSPSDTQ
EQAFLRLQVTNVLSQPLTQATVKLE
HAKSVASRATVLQKTSFTPVGDVFE
LNFVNVKFSSGYYDFSVKVEGDNRY
IANTVELRVKISTEVGITNVDLSTVDK
DQSIAPKTTRVTYPAKAKGPFIADSP
QNFALFFQLVDVNTGAELTPHQTFV
RLHNQKTGQEVVFVAEPDSKNVYRF
ELDTSERKIEFDSASGTYTLYLIIGDA
TLKNPIHWNVADVVIRFPEEDAPSTV
LSKNLFTAKQEIQHLFRDPEKRPPTV
IVSNTFTGLILSPLLLLFALWIRIGAKI
SNFTFGLTIIFHLGHAMLAMYVYWT
QLNMFQTLKYLAILGSVIFLAGNRM

LAQQAIKRTAH




