}Jl;l iprotKB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc}oplasmw golgi plasma extx:ace
name sites sites reticulum |apparatus membrane region
Q9H089 LSG1_HUMAN [Homo Large (8.033354 S413 S93;597;S252 30379171;37217939;28510447;386 |MGRRRAPAGGSLGRALMRHQTQRS |None None None [None |None None None None None
sapiens subunit 65916 RSHRHTDSWLHTSELNDGYDWGRL
GTPase NLQSVTEQSSLDDFLATAELAGTEF
1 'VAEKLNIKFVPAEARTGLLSFEESQR
homolog IKKLHEENKQFLCIPRRPNWNQNTT

PEELKQAEKDNFLEWRRQLVRLEEE
QKLILTPFERNLDFWRQLWRVIERS
DIVVQIVDARNPLLFRCEDLECYVKE
MDANKENVILINKADLLTAEQRSAW
AMYFEKEDVKVIFWSALAGAIPLNG
DSEEEANRDDRQSNTTKFGHSSFD
QAEISHSESEHLPARDSPSLSENPTT
DEDDSEYEDCPEEEEDDWQTCSEE
DGPKEEDCSQDWKESSTADSEARSR
KTPQKRQIHNFSHLVSKQELLELFK
ELHTGRKVKDGQLTVGLVGYPNVGK
SSTINTIMGNKKVSVSATPGHTKHF
QTLYVEPGLCLCDCPGLVMPSFVST
KAEMTCSGILPIDQMRDHVPPVSLV
CQNIPRHVLEATYGINIITPREDEDP
HRPPTSEELLTAYGYMRGFMTAHG
QPDQPRSARYILKDYVSGKLLYCHPP
PGRDPVTFQHQHQRLLENKMNSDE
IKMQLGRNKKAKQIENIVDKTFFHQ
ENVRALTKGVQAVMGYKPGSGVVTA
STASSENGAGKPWKKHGNRNKKEK
SRRLYKHLDM




