UniprotkB Entry name organism full oglcnacscore o.glcnac P h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion en(.loplasmlc golgi plasma extl.‘acellular
ID name sites sites reticulum apparatus membrane [region
Q9HOE7 UBP44_HUMAN [Homo Ubiquitin [18.379595 NaN S169;S239;T269;S401 (30379171 MLAMDTCKHVGQLQLAQDHSSLNP [True False 2.399 [5.0 1.098 1.039 0.669 1.113 1.072
sapiens |carboxyl- QKWHCVDCNTTESIWACLSCSHVA
terminal CGRYIEEHALKHFQESSHPVALEVN
hydrolase EMYVFCYLCDDYVLNDNTTGDLKLL
44 RRTLSAIKSQNYHCTTRSGRFLRSM

GTGDDSYFLHDGAQSLLQSEDQLYT
ALWHRRRILMGKIFRTWFEQSPIGR
KKQEEPFQEKIVVKREVKKRRQELE
'YQVKAELESMPPRKSLRLQGLAQSTI
IEIVSVQVPAQTPASPAKDKVLSTSE
NEISQKVSDSSVKRRPIVTPGVTGLR
NLGNTCYMNSVLQVLSHLLIFRQCF
LKLDLNQWLAMTASEKTRSCKHPP
VIDTVVYQMNECQEKDTGFVCSRQ
SSLSSGLSGGASKGRKMELIQPKEPT
SQYISLCHELHTLFQVMWSGKWAL
VSPFAMLHSVWRLIPAFRGYAQQDA
QEFLCELLDKIQRELETTGTSLPALIP
TSQRKLIKQVLNVVNNIFHGQLLSQ
VTCLACDNKSNTIEPFWDLSLEFPE
RYQCSGKDIASQPCLVTEMLAKFTE
TEALEGKIYVCDQCNSKRRRFSSKP
VVLTEAQKQLMICHLPQVLRLHLKR
FRWSGRNNREKIGVHVGFEEILNM
EPYCCRETLKSLRPECFIYDLSAVVM
HHGKGFGSGHYTAYCYNSEGGFWV
HCNDSKLSMCTMDEVCKAQAYILFY
TQRVTENGHSKLLPPELLLGSQHPN
EDADTSSNEILS




