UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular|cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
Q9HOHO  [INT2_HUMAN Homo Integrator|19.994096 NaN NaN 37217939 MKDQQTVIMTECTSLQFVSPFAFEA |True False 0.562 |5.0 1.125 0.656 0.328 1.993 0.422
sapiens |complex MQKVDVVCLASLSDPELRLLLPCLV
subunit 2 RMALCAPADQSQSWAQDKKLILRLL

SGVEAVNSIVALLSVDFHALEQDAS
KEQQLRHKLGGGSGESILVSQLQHG
LTLEFEHSDSPRRLRLVLSELLAIMN
KVSESNGEFFFKSSELFESPVYLEEA
ADVLCILQAELPSLLPIVDVAEALLH
VRNGAWFLCLLVANVPDSFNEVCR
GLIKNGERQDEESLGGRRRTDALRF
LCKMNPSQALKVRGMVVEECHLPG
LGVALTLDHTKNEACEDGVSDLVCF
'VSGLLLGTNAKVRTWFGTFIRNGQQ
RKRETSSSVLWQMRRQLLLELMGIL
PTVRSTRIVEEADVDMEPNVSVYSG
LKEEHVVKASALLRLYCALMGIAGL
KPTEEEAEQLLQLMTSRPPATPAGV
RFVSLSFCMLLAFSTLVSTPEQEQL
MVVWLSWMIKEEAYFESTSGVSASF
GEMLLLVAMYFHSNQLSAIIDLVCS
TLGMKIVIKPSSLSRMKTIFTQEIFTE
QVVTAHAVRVPVTSNLSANITGFLPI
HCIYQLLRSRSFTKHKVSIKDWIYRQ
LCETSTPLHPQLLPLIDVYINSILTPA
SKSNPEATNQPVTEQEILNIFQGVIG
GDNIRLNQRFSITAQLLVLYYILSYEE
ALLANTKTLAAMQRKPKSYSSSLMD
QIPIKFLIRQAQGLQQELGGLHSALL
RLLATNYPHLCIVDDWICEEEITGTD
ALLRRMLLTNNAKNHSPKQLQEAF
SAVPVNNTQVMQIIEHLTLLSASELI
PYAEVLTSNMSQLLNSGVPRRILQT
VNKLWMVLNTVMPRRLWVMTVNA
LQPSIKFVRQQKYTQNDLMIDPLIVL
RCDQRVHRCPPLMDITLHMLNGYL
LASKAYLSAHLKETEQDRPSQNNTI
GLVGQTDAPEVTREELKNALLAAQD
SAAVQILLEICLPTEEEKANGVNPDS
LLRNVQSVITTSAPNKGMEEGEDNL
LCNLREVQCLICCLLHQMYIADPNIA
KLVHFQGYPCELLPLTVAGIPSMHIC
LDFIPELIAQPELEKQIFAIQLLSHLCI
QYALPKSLSVARLAVNVMGTLLTVL
TQAKRYAFFMPTLPSLVSFCRAFPPL
YEDIMSLLIQIGQVCASDVATQTRDI
DPIITRLQQIKEKPSGWSQICKDSSY
KNGSRDTGSMDPDVQLCHCIERTVI
EIINMSVSGI




