UniprotkB Entry name organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion em?oplasmlc golgi N extl:acellular
ID sites sites reticulum apparatus membrane [region
Q9HOI9 TKTL2_HUMAN [Homo Transketolase- [28.275761 NaN NaN 39894887 MMANDAKPDVKTVQVLRDTANRLR (False False 3.161 [2.813 |2.475 2.047 1.341 2.512 2.047

sapiens |like protein 2 THSIRATCASGSGQLTSCCSAAEVVS

VLFFHTMKYKQTDPEHPDNDRFILS
RGHAAPILYAAWVEVGDISESDLLNL
RKLHSDLERHPTPRLPFVDVATGSL
GQGLGTACGMAYTGKYLDKASYRVF
CLMGDGESSEGSVWEAFAFASHYN
LDNLVAVFDVNRLGQSGPAPLEHGA
DIYQNCCEAFGWNTYLVDGHDVEAL
CQAFWQASQVKNKPTAIVAKTFKGR
GIPNIEDAENWHGKPVPKERADAIV
KLIESQIQTNENLIPKSPVEDSPQISI
TDIKMTSPPAYKVGDKIATQKTYGLA
LAKLGRANERVIVLSGDTMNSTFSEI
FRKEHPERFIECITAEQNMVSVALGC
ATRGRTIAFAGAFAAFFTRAFDQLR
MGAISQANINLIGSHCGVSTGEDGV
SQMALEDLAMFRSIPNCTVFYPSDAI
STEHAIYLAANTKGMCFIRTSQPETA
VIYTPQENFEIGQAKVVRHGVNDKV
TVIGAGVTLHEALEAADHLSQQGISV
RVIDPFTIKPLDAATIISSAKATGGRVI
TVEDHYREGGIGEAVCAAVSREPDIL
VHQLAVSGVPQRGKTSELLDMFGIS

TRHIJAAVTLTLMK




