
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9H0L4 CSTFT_HUMAN Homo
sapiens

Cleavage
stimulation
factor
subunit	2
tau	variant

27.622225 S466;S467 T320;S563 34019948;23301498;28411811;405
96516;29351928;22121020;285104
47

MSSLAVRDPAMDRSLRSVFVGNIPY
EATEEQLKDIFSEVGSVVSFRLVYDR
ETGKPKGYGFCEYQDQETALSAMRN
LNGREFSGRALRVDNAASEKNKEEL
KSLGPAAPIIDSPYGDPIDPEDAPESI
TRAVASLPPEQMFELMKQMKLCVQ
NSHQEARNMLLQNPQLAYALLQAQ
VVMRIMDPEIALKILHRKIHVTPLIPG
KSQSVSVSGPGPGPGPGLCPGPNVL
LNQQNPPAPQPQHLARRPVKDIPPL
MQTPIQGGIPAPGPIPAAVPGAGPGS
LTPGGAMQPQLGMPGVGPVPLERG
QVQMSDPRAPIPRGPVTPGGLPPRG
LLGDAPNDPRGGTLLSVTGEVEPRG
YLGPPHQGPPMHHASGHDTRGPSS
HEMRGGPLGDPRLLIGEPRGPMIDQ
RGLPMDGRGGRDSRAMETRAMETE
VLETRVMERRGMETCAMETRGMEA
RGMDARGLEMRGPVPSSRGPMTGG
IQGPGPINIGAGGPPQGPRQVPGISG
VGNPGAGMQGTGIQGTGMQGAGIQ
GGGMQGAGIQGVSIQGGGIQGGGIQ
GASKQGGSQPSSFSPGQSQVTPQDQ
EKAALIMQVLQLTADQIAMLPPEQR
QSILILKEQIQKSTGAS

True False 1.172 4.542 False False False False 0.375


