g;l iprotKB Entry name lorganism full oglcnacscore o.glcnac p_h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enx!oplasrmc golgi ¥ extl_'acellular
name sites sites reticulum |apparatus membrane region
Q9HOU4 |RAB1B_HUMAN [Homo Ras- [17.28776 NaN NaN 34725712;34019948 MNPEYDYLFKLLLIGDSGVGKSCLLL True True 4.817 [2.449 [2.124 4.42 4.656 1.842 4.319
'sapiens related RFADDTYTESYISTIGVDFKIRTIELD
protein GKTIKLQIWDTAGQERFRTITSSYYR
Rab- GAHGIIVVYDVTDQESYANVKQWLQ
1B EIDRYASENVNKLLVGNKSDLTTKK
'VVDNTTAKEFADSLGIPFLETSAKNA
TNVEQAFMTMAAEIKKRMGPGAAS
GGERPNLKIDSTPVKPAGGGCC




