UniprotKB Entry name organism full oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi ! eXtI:aC(
ID name sites sites reticulum |apparatus membrane fregion
Q9HOV9 LMA2L_HUMAN Homo IVIP36- (15.989117 S70 NaN 34725712;38665916;34019948;351 |MAATLGPLGSWQQWRRCLSARDGS |False True 0.656 [0.281 |0.938 5.0 5.0 0.656 False
sapiens [like 38101;40596516;29351928 RMLLLLLLLGSGQGPQQVGAGQTFE
protein 'YLKREHSLSKPYQGVGTGSSSLWNL

MGNAMVMTQYIRLTPDMQSKQGAL
WNRVPCFLRDWELQVHFKIHGQGK
KNLHGDGLAIWYTKDRMQPGPVFG
NMDKFVGLGVFVDTYPNEEKQQER
VFPYISAMVNNGSLSYDHERDGRPT
ELGGCTAIVRNLHYDTFLVIRYVKRH
LTIMMDIDGKHEWRDCIEVPGVRLP
RGYYFGTSSITGDLSDNHDVISLKLF
ELTVERTPEEEKLHRDVFLPSVDNM
KLPEMTAPLPPLSGLALFLIVFFSLVF
SVFAIVIGIILYNKWQEQSRKRFY




