2

IQIVTQMLELVENRARQMELHSQCF
QDPAESERASDKAKMDSSQPERSSR
RPRRQRTSESRDLCHMANGIEDCD
DQPPKEKKSKSAKKKKRSKAKQERE
ASPVEFAIDPNEPTYCLCNQVSYGE
MIGCDNEQCPIEWFHFSCVSLTYKP
KGKWYCPKCRGDNEKTMDKSTEKT
KKDRRSR

UniprotKB Entry name |organism full oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl.‘acellular
1D name sites sites reticulum apparatus membrane [region
QI9H160 ING2_HUMAN Homo Inhibitor (19.129548 NaN NaN 34019948 MLGQQQQQLYSSAALLTGERSRLLT (True False 2.641 5.0 1.212 0.941 2.332 3.511 1.929
sapiens |of CYVQDYLECVESLPHDMQRNVSVLR
growth ELDNKYQETLKEIDDVYEKYKKEDD
protein LNQKKRLQQLLQRALINSQELGDEK




