UniprotKB Entry name organism |full name oglcnacscore oplcnac iphosphorylation sites PMIDS 'sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plas:
ID sites reticulum |apparatus men
Q9H165 BC11A_HUMAN Homo B-cell 21.881515 NaN S86;5205;5332;S337;5446;5447;S6 (30379171;35739577 MSRRKQGKPQHLSKREFSPEPLEAI [None None None [None |None None None None
sapiens [lymphoma/leukemia 08;S625;S630;T701 LTDDEPDHGPLGAPEGDHDLLTCGQ
11A CQMNFPLGDILIFIEHKRKQCNGSL

CLEKAVDKPPSPSPIEMKKASNPVEV
GIQVTPEDDDCLSTSSRGICPKQEHI
IADKLLHWRGLSSPRSAHGALIPTPG
MSAEYAPQGICKDEPSSYTCTTCKQP
FTSAWFLLQHAQNTHGLRIYLESEH
GSPLTPRVGIPSGLGAECPSQPPLHG
IHIADNNPFNLLRIPGSVSREASGLA
EGRFPPTPPLFSPPPRHHLDPHRIER
LGAEEMALATHHPSAFDRVLRLNP
MAMEPPAMDFSRRLRELAGNTSSP
PLSPGRPSPMQRLLQPFQPGSKPPF
LATPPLPPLQSAPPPSQPPVKSKSCE
FCGKTFKFQSNLVVHRRSHTGEKPY
KCNLCDHACTQASKLKRHMKTHM
HKSSPMTVKSDDGLSTASSPEPGTS
DLVGSASSALKSVVAKFKSENDPNLI
PENGDEEEEEDDEEEEEEEEEEEEE
LTESERVDYGFGLSLEAARHHENSS
RGAVVGVGDESRALPDVMQGMVLS
SMQHFSEAFHQVLGEKHKRGHLAE
IAEGHRDTCDEDSVAGESDRIDDGTV
NGRGCSPGESASGGLSKKLLLGSPS
SLSPFSKRIKLEKEFDLPPAAMPNTE
NVYSQWLAGYAASRQLKDPFLSFGD
SRQSPFASSSEHSSENGSLRFSTPPG
ELDGGISGRSGTGSGGSTPHISGPGP
GRPSSKEGRRSDTCEYCGKVFKNCS
NLTVHRRSHTGERPYKCELCNYACA
QSSKLTRHMKTHGQVGKDVYKCEIC
KMPFSVYSTLEKHMKKWHSDRVLN
NDIKTE




