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Entry name organism full name oglcnacscore oglcnac L 10rylation PMIDS [sequence intracellular |extracellular [cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
1D sites sites reticulum apparatus membrane region
Q9H239 MMP28 HUMAN Homo Matrix 28.275761 NaN NaN 39894887 MVARVGLLLRALQLLLWGHLDAQP |False False 1.466 [1.968 [1.762 1.336 1.15 1.833 4.323

sapiens |metalloproteinase- AERGGQELRKEAEAFLEKYGYLNEQ
28 VPKAPTSTRFSDAIRAFQWVSQLPVS

GVLDRATLRQMTRPRCGVTDTNSYA
AWAERISDLFARHRTKMRRKKRFAK
QGNKWYKQHLSYRLVNWPEHLPEP
AVRGAVRAAFQLWSNVSALEFWEA
PATGPADIRLTFFQGDHNDGLGNAF
DGPGGALAHAFLPRRGEAHFDQDE
RWSLSRRRGRNLFVVLAHEIGHTLG
LTHSPAPRALMAPYYKRLGRDALLS
'WDDVLAVQSLYGKPLGGSVAVQLPG
KLFTDFETWDSYSPQGRRPETQGPK
IYCHSSFDAITVDRQQQLYIFKGSHF
WEVAADGNVSEPRPLQERWVGLPP
NIEAAAVSLNDGDFYFFKGGRCWRF
RGPKPVWGLPQLCRAGGLPRHPDAA
LFFPPLRRLILFKGARYYVLARGGLQ
VEPYYPRSLQDWGGIPEEVSGALPRP
DGSIIFFRDDRYWRLDQAKLQATTS
GRWATELPWMGCWHANSGSALF




