
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9H252 KCNH6_HUMAN Homo
sapiens

Potassium
voltage-
gated
channel
subfamily
H
member	6

26.250033 S841;S842 NaN 30620550 MPVRRGHVAPQNTYLDTIIRKFEGQ
SRKFLIANAQMENCAIIYCNDGFCEL
FGYSRVEVMQQPCTCDFLTGPNTPS
SAVSRLAQALLGAEECKVDILYYRKD
ASSFRCLVDVVPVKNEDGAVIMFIL
NFEDLAQLLAKCSSRSLSQRLLSQS
FLGSEGSHGRPGGPGPGTGRGKYRT
ISQIPQFTLNFVEFNLEKHRSSSTTEI
EIIAPHKVVERTQNVTEKVTQVLSLG
ADVLPEYKLQAPRIHRWTILHYSPFK
AVWDWLILLLVIYTAVFTPYSAAFLL
SDQDESRRGACSYTCSPLTVVDLIVD
IMFVVDIVINFRTTYVNTNDEVVSHP
RRIAVHYFKGWFLIDMVAAIPFDLLI
FRTGSDETTTLIGLLKTARLLRLVRV
ARKLDRYSEYGAAVLFLLMCTFALIA
HWLACIWYAIGNVERPYLEHKIGWL
DSLGVQLGKRYNGSDPASGPSVQDK
YVTALYFTFSSLTSVGFGNVSPNTNS
EKVFSICVMLIGSLMYASIFGNVSAII
QRLYSGTARYHTQMLRVKEFIRFHQ
IPNPLRQRLEEYFQHAWSYTNGIDM
NAVLKGFPECLQADICLHLHRALLQ
HCPAFSGAGKGCLRALAVKFKTTHA
PPGDTLVHLGDVLSTLYFISRGSIEIL
RDDVVVAILGKNDIFGEPVSLHAQP
GKSSADVRALTYCDLHKIQRADLLEV
LDMYPAFAESFWSKLEVTFNLRDAA
GGLHSSPRQAPGSQDHQGFFLSDN
QSGSPHELGPQFPSKGYSLLGPGSQ
NSMGAGPCAPGHPDAAPPLSISDAS
GLWPELLQEMPPRHSPQSPQEDPD
CWPLKLGSRLEQLQAQMNRLESRV
SSDLSRILQLLQKPMPQGHASYILEA
PASNDLALVPIASETTSPGPRLPQGF
LPPAQTPSYGDLDDCSPKHRNSSPR
MPHLAVATDKTLAPSSEQEQPEGLW
PPLASPLHPLEVQGLICGPCFSSLPE
HLGSVPKQLDFQRHGSDPGFAGSW
GH

None None None None None None None None None


