UniprotKB Entry name organism full oglcnacscore qglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol [nucleus mitochndrion enqoplasmlc golgi plasma extl.'acellular
ID name sites sites reticulum apparatus membrane [region
Q9H267 'VP33B_HUMAN [Homo Vacuolar [25.090618 T472 NaN 35289036 MAFPHRPDAPELPDFSMLKRLARD [True True 4.621 |1.611 1.953 1.236 5.0 1.567 1.405
sapiens  |protein QLIYLLEQLPGKKDLFIEADLMSPLD

sorting- RIANVSILKQHEVDKLYKVENKPALS

associated SNEQLCFLVRPRIKNMRYIASLVNA

protein DKLAGRTRKYKVIFSPQKFYACEMV

33B

LEEEGIYGDVSCDEWAFSLLPLDVD
LLSMELPEFFRDYFLEGDQRWINTV
AQALHLLSTLYGPFPNCYGIGRCAK
MAYELWRNLEEEEDGETKGRRPEIG
HIFLLDRDVDFVTALCSQVVYEGLVD
DTFRIKCGSVDFGPEVTSSDKSLKVL
LNAEDKVFNEIRNEHFSNVFGFLSQ
KARNLQAQYDRRRGMDIKQMKNFV
SQELKGLKQEHRLLSLHIGACESIM
KKKTKQDFQELIKTEHALLEGFNIRE
STSYIEEHIDRQVSPIESLRLMCLLSI
TENGLIPKDYRSLKTQYLQSYGPEHL
LTFSNLRRAGLLTEQAPGDTLTAVES
KVSKLVTDKAAGKITDAFSSLAKRSN
FRAISKKLNLIPRVDGEYDLKVPRDM
AYVFGGAYVPLSCRIIEQVLERRSWQ
GLDEVVRLLNCSDFAFTDMTKEDKA
SSESLRLILVVFLGGCTFSEISALRFL
GREKGYRFIFLTTAVINSARLMEAM
SEVKA




