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D Entry name |organism full name oglcnacscore joglcnac sites phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochi
QY9H2P0  |ADNP_HUMAN |Homo IActivity- 18.98236 $265;5358;5363;5365;S377;5418;S |S98;5409;5413;5608;5S709;S736;S7 (38665916;34019948;35289036;303 |MFQLPVNNLGSLRKARKTVKKILSDI [True False 1.594 [4.616 |False
sapiens |dependent 763 38;5805;5876;5878;5S886;S889;5S92 |79171;31492838;30059200;292370 |GLEYCKEHIEDFKQFEPNDFYLKNT
neuroprotector 1;5953;5955;51071 92;39531497;40307207;35132862;4  TWEDVGLWDPSLTKNQDYRTKPFC
homeobox 0596516;29351928;39534244;3525 |CSACPFSSKFFSAYKSHFRNVHSED
protein 4053;37340703 FENRILLNCPYCTFNADKKTLETHIK

IFHAPNASAPSSSLSTFKDKNKNDG
LKPKQADSVEQAVYYCKKCTYRDPL
YEIVRKHIYREHFQHVAAPYIAKAGE
KSLNGAVPLGSNAREESSIHCKRCL
FMPKSYEALVQHVIEDHERIGYQVT
AMIGHTNVVVPRSKPLMLIAPKPQD
KKSMGLPPRIGSLASGNVRSLPSQQ
MVNRLSIPKPNLNSTGVNMMSSVH
LQQNNYGVKSVGQGYSVGQSMRLG
LGGNAPVSIPQQSQSVKQLLPSGNG
RSYGLGSEQRSQAPARYSLQSANAS
SLSSGQLKSPSLSQSQASRVLGQSSS
KPAAAATGPPPGNTSSTQKWKICTIC
NELFPENVYSVHFEKEHKAEKVPAV
ANYIMKIHNFTSKCLYCNRYLPTDTL
LNHMLIHGLSCPYCRSTENDVEKM
AAHMRMVHIDEEMGPKTDSTLSFD
LTLQQGSHTNIHLLVTTYNLRDAPA
ESVAYHAQNNPPVPPKPQPKVQEKA
DIPVKSSPQAAVPYKKDVGKTLCPLC
FSILKGPISDALAHHLRERHQVIQTV
HPVEKKLTYKCIHCLGVYTSNMTAS
TITLHLVHCRGVGKTQNGQDKTNAP
SRLNQSPSLAPVKRTYEQMEFPLLK
KRKLDDDSDSPSFFEEKPEEPVVLAL
DPKGHEDDSYEARKSFLTKYFNKQP
YPTRREIEKLAASLWLWKSDIASHFS
NKRKKCVRDCEKYKPGVLLGFNMK
ELNKVKHEMDFDAEWLFENHDEK
DSRVNASKTADKKLNLGKEDDSSSD
SFENLEEESNESGSPFDPVFEVEPKI
SNDNPEEHVLKVIPEDASESEEKLD
QKEDGSKYETIHLTEEPTKLMHNAS
DSEVDQDDVVEWKDGASPSESGPG
SQQVSDFEDNTCEMKPGTWSDESS
QSEDARSSKPAAKKKATMQGDREQ
LKWKNSSYGKVEGFWSKDQSQWK
NASENDERLSNPQIEWQNSTIDSED
GEQFDNMTDGVAEPMHGSLAGVKL

SSQQA




