UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion ent!oplasmlc golgi [plasma extl:acellular
1D name sites sites reticulum apparatus membrane [region
Q9H3E2 SNX25_HUMAN [Homo Sorting [19.994096 NaN S665 37217939 MDKALKEVFDYSYRDYILSWYGNLS [None None None [None None None None None None
sapiens  |nexin- RDEGQLYHLLLEDFWEIARQLHHRL
25 SHVDVVKVVCNDVVRTLLTHFCDLK

IAANARHEEQPRPFVLHACLRNSDD
EVRFLQTCSRVLVFCLLPSKDVQSLS
LRIMLAEILTTKVLKPVVELLSNPDYI
NQMLLAQLAYREQMNEHHKRAYTY
IAPSYEDFIKLINSNSDVEFLKQLRYQ
IVVEIIQATTISSFPQLKRHKGKETAA
MKADLLRARNMKRYINQLTVAKKQ
CEKRIRILGGPAYDQQEDGALDEGE
GPQSQKILQFEDILANTFYREHFGM
[YMERMDKRALISFWESVEHLKNAN
KNEIPQLVGEIYQNFFVESKEISVEK
SLYKEIQQCLVGNKGIEVFYKIQEDV
[YETLKDRYYPSFIVSDLYEKLLIKEEE
KHASQMISNKDEMGPRDEAGEEAV
DDGTNQINEQASFAVNKLRELNEKL
EYKRQALNSIQNAPKPDKKIVSKLKD
EIILIEKERTDLQLHMARTDWWCEN
LGMWKASITSGEVTEENGEQLPCYF
VMVSLQEVGGVETKNWTVPRRLSE
FQNLHRKLSECVPSLKKVQLPSLSK
LPFKSIDQKFMEKSKNQLNKFLQNL
LSDERLCQSEALYAFLSPSPDYLKVI
DVQGKKNSFSLSSFLERLPRDFFSH
QEEETEEDSDLSDYGDDVDGRKDAL
IAEPCFMLIGEIFELRGMFKWVRRTLI
IALVQVTFGRTINKQIRDTVSWIFSEQ
MLVYYINIFRDAFWPNGKLAPPTTIR
SKEQSQETKQRAQQKLLENIPDMLQ
SLVGQQNARHGIIKIFNALQETRANK
HLLYALMELLLIELCPELRVHLDQLK
AGQV




