UniprotkB Entry name organism ffull oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr_ace]
ID name sites  |sites reticulum  |apparatus| membrane region
Q9H3P7 GCP60_HUMAN |Homo Golgi  [28.070169 NaN S13;T18;S20;543;S47(23301498;40914422;38665916 MAAVLNAERLEVSVDGLTLSPDPEE |False True 2.755 [2.998 (3.77 1.952 5.0 1.717 1.279
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