}Il;l iprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl'"acellular
sites sites reticulum |apparatus membrane [region
Q9H3R0O KDM4C HUMAN [Homo Lysine- 22.903221 T794 NaN 38253038 MEVAEVESPLNPSCKIMTFRPSMEE |None None None |None None None None None None
sapiens |[specific FREFNKYLAYMESKGAHRAGLAKVI
demethylase PPKEWKPRQCYDDIDNLLIPAPIQQ
4C MVTGQSGLFTQYNIQKKAMTVKEFR

QLANSGKYCTPRYLDYEDLERKYWK
NLTFVAPIYGADINGSIYDEGVDEWN
IARLNTVLDVVEEECGISIEGVNTPYL
YFGMWKTTFAWHTEDMDLYSINYL
HFGEPKSWYAIPPEHGKRLERLAQG
FFPSSSQGCDAFLRHKMTLISPSVLK
KYGIPFDKITQEAGEFMITFPYGYHA
GFNHGFNCAESTNFATVRWIDYGK
IVAKLCTCRKDMVKISMDIFVRKFQP
DRYQLWKQGKDIYTIDHTKPTPASTP
EVKAWLQRRRKVRKASRSFQCARST
SKRPKADEEEEVSDEVDGAEVPNPD
SVTDDLKVSEKSEAAVKLRNTEASS
EEESSASRMQVEQNLSDHIKLSGNS
CLSTSVTEDIKTEDDKAYAYRSVPSIS
SEADDSIPLSSGYEKPEKSDPSELSW
PKSPESCSSVAESNGVLTEGEESDV
ESHGNGLEPGEIPAVPSGERNSFKV
PSIAEGENKTSKSWRHPLSRPPARSP
MTLVKQQAPSDEELPEVLSIEEEVEE
TESWAKPLIHLWQTKSPNFAAEQEY
NATVARMKPHCAICTLLMPYHKPDS
SNEENDARWETKLDEVVTSEGKTKP
LIPEMCFIYSEENIEYSPPNAFLEED
GTSLLISCAKCCVRVHASCYGIPSHE
ICDGWLCARCKRNAWTAECCLCNL
RGGALKQTKNNKWAHVMCAVAVPE
IVRETNVPERTQIDVGRIPLQRLKLKC
IFCRHRVKRVSGACIQCSYGRCPASF
HVTCAHAAGVLMEPDDWPYVVNIT
CFRHKVNPNVKSKACEKVISVGQTV
ITKHRNTRYYSCRVMAVTSQTFYEV
MFDDGSFSRDTFPEDIVSRDCLKLG
PPAEGEVVQVKWPDGKLYGAKYFGS
NIAHMYQVEFEDGSQIAMKREDIYT
LDEELPKRVKARFSTASDMRFEDTF
[YGADIIQGERKRQRVLSSRFKNEYVA
DPVYRTFLKSSFQKKCQKRQ




