UniprotKB Entry name organism [full name |oglcnacscore o'glcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
10)] sites sites reticulum |apparatus membrane region
Q9H3T3 SEM6B_HUMAN |Homo Semaphorin-|(19.994096 NaN NaN 37217939 MQTPRASPPRPALLLLLLLLGGAHG |False False 1.025 |[1.419 |0.919 1.061 0.375 4.301 1.993

sapiens

6B

LFPEEPPPLSVAPRDYLNHYPVFVGS
GPGRLTPAEGADDLNIQRVLRVNRT
LFIGDRDNLYRVELEPPTSTELRYQR
KLTWRSNPSDINVCRMKGKQEGEC
RNFVKVLLLRDESTLFVCGSNAFNP
VCANYSIDTLQPVGDNISGMARCPY
DPKHANVALFSDGMLFTATVTDFLA
IDAVIYRSLGDRPTLRTVKHDSKWFK
EPYFVHAVEWGSHVYFFFREIAMEF
NYLEKVVVSRVARVCKNDVGGSPRV
LEKQWTSFLKARLNCSVPGDSHFYF
NVLQAVTGVVSLGGRPVVLAVFSTP
SNSIPGSAVCAFDLTQVAAVFEGRFR
EQKSPESIWTPVPEDQVPRPRPGCC
AAPGMQYNASSALPDDILNFVKTHP
LMDEAVPSLGHAPWILRTLMRHQLT
RVAVDVGAGPWGNQTVVFLGSEAG
TVLKFLVRPNASTSGTSGLSVFLEEF
ETYRPDRCGRPGGGETGQRLLSLEL
DAASGGLLAAFPRCVVRVPVARCQQ
'YSGCMKNCIGSQDPYCGWAPDGSCI
FLSPGTRAAFEQDVSGASTSGLGDC
TGLLRASLSEDRAGLVSVNLLVTSSV
AAFVVGAVVSGFSVGWFVGLRERRE
LARRKDKEAILAHGAGEAVLSVSRL
GERRAQGPGGRGGGGGGGAGVPPE
ALLAPLMQNGWAKATLLQGGPHDL
DSGLLPTPEQTPLPQKRLPTPHPHP
HALGPRAWDHGHPLLPASASSSLLL
LAPARAPEQPPAPGEPTPDGRLYAAR
PGRASHGDFPLTPHASPDRRRVVSA
PTGPLDPASAADGLPRPWSPPPTGSL
RRPLGPHAPPAATLRRTHTFNSGEA
RPGDRHRGCHARPGTDLAHLLPYG
GADRTAPPVP




