UniprotKB Entry name |organism full name |oglcnacscore o_glcnac ‘p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion en(?oplasmlc golgi plasma extl_'acellular
ID sites sites reticulum apparatus membrane region
Q9H477 RBSK_HUMAN [Homo Ribokinase (18.379595 NaN NaN 30379171 MAASGEPQRQWQEEVAAVVVVGSC [True False 4.34 3.489 1.378 1.0 1.17 3.433 1.444

sapiens MTDLVSLTSRLPKTGETIHGHKFFIG

FGGKGANQCVQAARLGAMTSMVCK
IVGKDSFGNDYIENLKQNDISTEFTY
QTKDAATGTASIIVNNEGQNIIVIVAG
IANLLLNTEDLRAAANVISRAKVMVC
QLEITPATSLEALTMARRSGVKTLFN
PAPAIADLDPQFYTLSDVFCCNESEA
EILTGLTVGSAADAGEAALVLLKRGC
QVVIITLGAEGCVVLSQTEPEPKHIPT
EKVKAVDTTGAGDSFVGALAFYLAYY
PNLSLEDMLNRSNFIAAVSVQAAGT
QSSYPYKKDLPLTLF




